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Due to the limited amount of blood that could be sampled, as well as
the plasma volumes required for various analyses, three parallel
groups of mice were used in these studies, wherein one group was
sampled during the period 0–24 h, a second group during the period
24–48 h, and a third group during the period 48–72 h. Separate
studies were carried out comparing either the steroid ester prodrug
(roﬂeponide-C16 or budesonide-C16) or parent steroid, all formu-
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